In the crystal structure of the title compound, C 5 H 8 N 4 , adjacent molecules are connected through N-HÁ Á ÁN hydrogen bonds, resulting in a zigzag chain along [100] . The amino groups and heterocyclic N atoms are involved in further N-HÁ Á ÁN hydrogen bonds, forming R 2 2 (8) motifs.
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Experimental
title compound (I) has been used as a multidentate ligand to form poly-nuclear complexes (Self et al., 1991) . In (I), hydrogen bonds are formed between the NH groups of amino group and the N atoms.
We are interested in synthesizing new transition metal complexes containing (I) (Jiang et al., 2011; Wu et al., 2011) . The title compound was unexpectedly obtained in the course of synthesizing Cu(I) complexes.
In the title compound, adjacent molecules are connected by intermolecular N-H···N hydrogen bonds to form a zigzag structure (Fig. 2) . In the crystal structure, the amino groups and heterocyclic N atoms are involved in hydrogen bonds,forming R 2 2 (8) type hydrogen bonds (Etter, 1990; Glidewell et al., 2003) .
A mixture of CuCN and ADMT (ADMT=3-amino-5,6-dimethyl-1,2,4-triazine) in molar ratio of 1:1 in the mixed solution of CH 3 CN (7 ml)/ CH 3 OH (3 ml) was stirred for 3 h,then filtered. Pale yellow crystals were obtained from the filtrate after standing at room temperature for several days.
Refinement
The final refinements were performed with isotropic thermal parameters. All hydrogen atoms were located in the calculated sites and included in the final refinement in the riding model approximation with displacement parameters derived from the parent atoms to which they were bonded. The ratios of H atom U iso to C atom U eq are 1.5. The ratios of H atom U iso to N atom U eq are 1.2. Fig. 1 . Molecular structure of (I) with displacement ellipsoids drawn at the 50% probability level.
Figures
supplementary materials sup-2 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) C3-N1-N2-C1 0.0 N2-N1-C3-C2 0.0 N1-N2-C1-N4 180.0 N2-N1-C3-C5 180.0 N1-N2-C1-N3 0.000 (1) N3-C2-C3-N1 0.0 C2-N3-C1-N2 0.000 (1) C4-C2-C3-N1 180.0 C2-N3-C1-N4 180.0 N3-C2-C3-C5 180.0 C1-N3-C2-C3 0.0 C4-C2-C3-C5 0.0 C1-N3-C2-C4 180.0
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